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gtggggggat 


ccgatttcaa 


aggggggtac 


ttatcgggaa 


9360 


ttgatgtgtc 


atggacgcag 


ttttgagcga 


ttttccggga 


ataccggata 


ttacgaatta 


9420 


ctggtagtga 


cgtagataat 


aaaattataa 


tgcgattaat 


ttttggtgcg 


ttgattattt 


9480 


ttttagcata 


tgtgtatcat 


tatgaggtga 


atggaacaga 


attacgctgc 


agatgtcttc 


9540 


atagaaaatg 


gccgcctaat 


aaaattatat 


tgggtaatta 


ttggcttcat 


cgcgatccca 


9600 


gagggcccgg 


atgcgataaa 


aatgaacatt 


tattgtatcc 


agacggaagg 


aaaccgcctg 


9660 



^av.t tyy ^y L 


CL *-~y C l» d 


cccgat cacc 


tcttctcaaa 


atggttagac 


aaacacaacg 


9720 


Cl L dd ^ ^3 j ^"3 


gt ataatgt t 


aacataacga 


aatcaccagg 


accgagacga 


ataaatataa 


9780 




tat taoaaqa 

U-y »- i_ay «yy ». 


taatatttaa 


tgtatgtttt 


caaacagaca 


agttcgttaa 


9840 


ClClL-ClCtCtClL-CX u 


faraatatat 

L a Vw ay w a *"y 


gtttaatatg 


gtgctaacat 


ggttgcacca 


tccggtttca 


9900 


cl ci v_ u v_« y a ci 


fraatctatt 

L** Ck. U. V— V_ ^3 v 


atcggtacga 


cacctgtcat 


taatcgcata 


tatgttactt 


9960 




i_ iw- V— l cty *-.i_y i— 


rrafatttta 


gaactagaag 


attacgacag 


gcgctgccgt 


10020 


L-yv^ctct^cici.v_v_ 


aaaftctatt 


gaataccctg 


ccqqtcqqaa 


ccgaattgct 


taagccaatc 


10080 




aaagc tgcaa 


tcgtcaggaa 


gtgctggcta 


ttttaaagga 


caagggaacc 


10140 


cLciy ty ll> i. ^ a 


atcctaacac 


QcaaQccatq 


cgtcgtcaca 


tcaaccggct 


attttttcgg 


10200 


i— a a w ^ \~> ay 


acgaggaaca 


acgcatttac 


gacgtagtgt 


ctaccaatat 


tgagttcggt 


10260 


ycccyyct-ay 


i_ <_ v_ v_ l. a v_, y y 


ctacaaagcc 


tttctttgga 


aatacgccaa 


gagactgaac 


10320 


L.aL>wclt_i_>ai— - i— 


Iraaactaca 

W V" CL^J CL v.* 


ctggtgatca 


tgtccctatt 


ttaccgtgcg 


gtagctctgg 


10380 


y L.auy ^ aay 


cgct ttggtg 


tggtacagca 


ctagcatcct 


cgcagagatt 


aacgaaaatt 


10440 


\_ y v_ L. l_« l_ 


atrftctaca 
a w *— i— ■ *-y ;j 


gatcacgaag 


actgcgagga 


accggacgag 


atcgttcgcg 


10500 


a.ctya.yt>ciciya 


rtat* caaact 


ctgctggcct 


tttccctagt 


gatttgcggt 


acgctcctcg 


10560 


LLaL-LLy uy u 


y ci > — y ay a. ^ 


gtcatgctgg 


tagcgtttat 


gagtcgggcg 


gtggccgaca 


10620 


pnrrnra i - 1 - t~ 
i_yv_.iwyv_ci.L- i— i— 


nrtaacccac 

k_ Vw w CL Cl- V_ V — 1 * — ' 


gcagcatgtt 


qcQCttqctq 


ttcacgctcg 


tcctgctggc 


10680 


Q-t— LH-cn-yyy 


raatctatca 


gcgctagccg 


cgactatgtg 


catgttcggc 


tactgagcta 


10740 


LLyayy^yaw 


rrcctaatct 


tcaagcacac 


tttctcgggt 


gtgcgtcgac 


ccttcaccga 


10800 


y ^ L-ciy y ^ ty y 


gctgcgtgtc 


qcqactqqqa 


cagtatgcat 


tgcacaccct 


tctggtctac 


10860 


^y aLL ^yy^y 


caaataacca 


actcggtgcg 


gcgttacagc 


acggtgagcc 


ccggcaagga 


10920 


-~\ ft 4— r . t~t +~ t- 
dy LyaLy'- t^U 


ranpt" t~ r* a cci 
ay v_ v_ a v_ y 


ggaaccaaac 


cqtacaqccq 


tcgtttctaa 


gctttacgtg 


10980 


LLyLC L,yi_cty 


rtaaaaccca 


tggtggaaaa 


tgttggcctc 


tacgtggcct 


acgtggtcaa 


11040 


v_yctv_yy t_y ctci 


wy v_ \_ v— . a w a. a. ^< 


agttttttac 


accgcaggta 


gacgtggtac 


gctttgctct 


11100 


a. Let U . Layaa 


arartctccc 


qqatcqtqqa 


accgttagaa 


tcaggtcgcc 


tggcagtgga 


11160 


ciu u uy atauy 


o r* t~ ci a (™! c t a cj 


c tc tggcgcc 


cgatttagta 


agcagcctct 


tcgtggccgg 


11220 


acacggcgag 


accgactttt 


acatgaactg 


gacgctgcgt 


cgcagtcaga 


cccactacct 




ggaggagatg 


gccttacagg 


tggagattct 


aaaaccccgc 


ggcgtacgtc 


accgcgctat 


11340 


tatccaccat 


ccgaagctac 


agccgggcgt 


tggcctgtgg 


atagatttct 


gcgtgtaccg 


11400 


ctacaacgcg 


cgcctgaccc 


gcggctacgt 


acgatacacc 


ctgtcaccga 


aagcgcgctt 


11460 



gcccgcaaaa 


gcagagggtt 


ggctggtgtc 


actagacaga 


ttcatcgtgc 


agtacctcaa 


11520 


cacattgctg 


attacaatga 


tggcggcgat 


atgggctcgc 


gttttgataa 


cctacctggt 


11580 


gtcgcggcgt 


cggtagaggc 


ttgcggaaac 


cacgtcctcg 


tcacacgtcg 


ttcgcggaca 


11640 


tagcaagaaa 


tccacgtcgc 


cacatctcga 


gaatgccggc 


cttgcggggt 


ccccttcgcg 


11700 


caacattcct 


ggccctggtc 


gcgttcgggt 


tgctgcttca 


gatagacctc 


agcgacgcta 


11760 


cgaatgtgac 


cagcagcaca 


aaagtcccta 


ctagcaccag 


caacagaaat 


aacgtcgaca 


11820 


acgccacgag 


tagcggaccc 


acaaccggga 


tcaacatgac 


caccacccac 


gagtcttccg 


11880 


ttcacaacgt 


gcgcaataac 


gagatcatga 


aagtgctggc 


tatcctcttc 


tacatcgtga 


11940 


caggcacctc 


cattttcagc 


ttcatagcgg 


tactgatcgc 


ggtagtttac 


tcctcgtgtt 


12000 


gcaagcaccc 


gggccgcttt 


cgtttcgccg 


acgaagaggc 


cgtcaacctg 


ttggacgaca 


12060 


cggacgacag 


tggcggcagc 


agcccgtttg 


gcagcggttc 


ccgacgaggt 


tctcagatcc 


12120 


ccgccggatt 


ttgttcctcg 


agcccttatc 


agcggttgga 


aactcgggac 


tgggacgagg 


12180 


aggaggaggc 


gtccgcggcc 


cgcgagcgca 


tgaaacatga 


tcctgagaac 


gtcatctatt 


12240 


tcagaaagga 


tggcaacttg 


gacacgtcgt 


tcgtgaatcc 


caattatggg 


agaggctcgc 


12300 


ctttgaccat 


cgaatctcac 


ctctcggaca 


atgaggagga 


ccccatcagg 


tactacgttt 


12360 


cggtgtacga 


tgaactgacc 


gcctcggaaa 


tggaagaacc 


ttcgaacagc 


accagctggc 


12420 


agattcccaa 


actaatgaaa 


gttgccatgc 


aacccgtctc 


gctcagagat 


cccgagtacg 


12480 


actaggcttt 


tttttttgtc 


tttcggttcc 


aactctttcc 


ccgccccatc 


acctcgcctg 


12540 


tactatgtgt 


atgatgtctc 


ataataaagc 


tttctttctc 


agtctgcaac 


atgcagctgt 


12600 


gtcgggtgtg 


gctgtctgtt 


tgtctgtgcg 


ccgtggtgct 


gggtcagtgc 


cagcgggaaa 


12660 


ccgcggaaaa 


aaacgattat 


taccgagtac 


cgcattactg 


ggacgcgtgc 


tctcgcgcgc 


12720 


tgcccgacca 


aacccgttac 


aagtatgtgg 


aacagctcgt 


ggacctcacg 


ttgaactacc 


12780 


actacgatgc 


gagccacggc 


ttggacaact 


ttgacgtgct 


caagaggtga 


gggtacgcgc 


12840 


taaaggtgca 


tgacaacggg 


aaggtaaggg 


cgaacgggta 


acggctaagt 


aaccgcatgg 


12900 


ggtatgaaat 


gacgtttgga 


acctgtgctt 


gcagaatcaa 


cgtgaccgag 


gtgtcgttgc 


12960 


tcatcagcga 


ctttagacgt 


cagaaccgtc 


gcggcggcac 


caacaaaagg 


accacgttca 


.13020 


acgccgccgg 


ttcgctggcg 


ccacacgccc 


ggagcctcga 


gttcagcgtg 


cggctctttg 


13080 


ccaactagcc 


tgcgtcacgg 


gaaataatat 


gctgcggctt 


ctgcttcgtc 


accactttca 


13140 


ctgcctgctt 


ctgtgcgcgg 


tttgggcaac 


gccctgtctg 


gcgtctccgt 


ggtcgacgct 


13200 


aacggcaaac 


cagaatccgt 


ccccgccatg 


gtctaaactg 


acgtattcca 


aaccgcatga 


13260 


cgcggcgacg 


ttttactgtc 


cttttctcta 


tccctcgccc 


ccacggtccc 


ccttgcaatt 


13320 



r*1~ r"> noon t - t~ f~* 


cagcaggtat 


caacgggtcc 


cgagtgtcgc 


aacgagaccc 


tgtatctget 


13380 


y L- d ^- d 3 3 


gaaggccaga 


ccttggtgga 


gagaagctcc 


acctgggtga 


aaaaggtgat 


13440 


rfaatatcta 


aacaatcaca 


accagaccat 


cctccaacgg 


atgccccaaa 


eggcttcgaa 


13500 


dL^yciy '-y 


ggaaacgtgc 


agatcagegt 


ggaagacgee 


aagatttttg 


gagegcacat 


13560 


y y CyL.LL.aay 


v_ ciy a v^- v. a ca. 


tgetacgett 


cgtcgtcaac 


gatggcaege 


gttatcagat 


13620 




a a err - * t aascia 

a ay V— ^ y y dy d 


actaaQCCca 


cgtcttccgg 


gaetacageg 


tgtcttttca 


13680 


yy uy L.yo. u. i-y 


aegt t caccg 


aggecaataa 


ccagacttac 


accttctgta 


cccatcccaa 


13740 


LL L L. a L. L. a L i— 


tgagcccgt c 


QCQCQCQCaq 


ggaattttga 


aaaccgcgcg 


tcatgagtcc 


13800 


\^ d a ay dV-> w 


aegcegt t c t 


tgacgacgtt 


gtggctgcta 


ttgggtcaca 


gccgcgtgcc 


13860 




gcagaagaat 


gttgegaatt 


cataaaegtc 


aaccacccgc 


eggaaegctg 


13920 


CLdLLjaL L L.L, 


ct ci ct d i— y i*y^-d 


atcgcttcac 


cgtcgcgtac 


gtattttcat 


gattgtctgc 


13980 


LjtLL.uy oyy t 


y y *•-» l- y y c* 


t tgt ctctcg 


acgtttctga 


tagccatgtt 


ccatcgacga 


14040 


\~ r~< r~> t~ n n cs ^ a 


1" accaaacrta 

^.y W \-r dy dy V- w*. 


gattttcatg 


aatccacagg 


ctgcggtgtc 


eggaeggega 


14100 


ay CtLyuLaL. 


aril - rrra^aa 


aaaegge tga 


aattcqcqqq 


atcgtcacca 


ccatgaccca 


14160 


L- L. L. a L- l_yctL-.d 


r 1 a r* c a cr a t c a 

LyL.L.ayy i~^-y 


t acacaacaa 


actgacgagc 


tgcaactaca 


ateegtaagt 


14220 


CLCUccctL-y 


anrrnrpt - hap 
dy y y dv^ 


agee tatggg 


agagtaagac 


agagagggac 


aaaacatcat 


14280 


Uaadaacidaa. 


anhrfa a t~ 1" t* 

CtM L V L. dd L« L, L. 


cacgt t t tgt 


accccccttc 


ccctccgtgt 


tgtageccat 


14340 


L,yyt_<~.yt-yy*~ 


gatctcct ag 


taacactcgt 


ccgacacttc 


caccatctcc 


agctcggccg 


14400 


y^yy Li -^yy^ 


atcctc tacc 


aacQQCQtcg 


tctcatcttt 


gccgcagcag 


cggacgcaca 


14460 


r" , r , t~t"(" , t~r*r , aci 


gcagaacgcc 


accagctgcc 


gecgaaegta 


ccacaggtac 


aegtgeagae 


14520 


C u y c y a. a (_ d y 




gt catgacca 


ccacgacgca 


caegggaate 


cagggatcga 


14580 


y a u L*y L- Lyt <— 


acra a etc at a 

V-4 CI d x,*. W w ti. *J 


gctatcgcca 


ccgacgtgcc 


cgcgtctgtc 


tcaccgccgc 


14640 


tcyL.L.L.yaLy 


t rararaac t 

L-L.y L.y oyy *— 


tgttatacgc 


tagcccgtcg 


ccgcctcggg 


gcacggtgcc 


14700 


L.L^L^L,ct^_-^.v_'Ci 


nataacttcc 


teegtgact t 


aaagtcgcgt 


gtggtagatc 


tcctgctccg 


14760 


tyyaL.yaaL.L. 


rit rraaraoa 
y ^* ^ — y 3 3 


atageggtta 


aqqattcqqt 


getaaggecg 


tgtcgccaac 


14820 


4- ^"l *T — i *"> 4-~ /-f /""I +— 

y LCyaaLgCt 


aL>y L. LyLdaL 


aacttcaaca 

dy *w * t* y 


gacggccatc 


ccctctctca 


tegcaataat 


14880 


aaaacaccag 


cagcgcgcac 


gaegegatea 


cggtgacacc 


cat gat taga 


cccacy Cay cl 


14 94 0 


tagccagccc 


cgctagcgta 


tctagcgcca 


tcccgttcgc 


tcccgttgtc 


tectgagega 


15000 


agcaacttct 


cggtccccgt 


tttcaacagt 


ttttgtttcc 


ttctccgcga 


ctagatgtta 


15060 


acgcccgcgg 


tctttccggc 


cgtgctctac 


ctcctggcgc 


ttgtcgtctg 


ggttgagatg 


15120 



ttctgcctcg 


tcgccgtagc 


cgtcgtcgag 


cgcgagatcg 


cctgggcgct 


gctgctgcgg 


15180 


atgctggtcg 


ttggcctgat 


ggtggaagtc 


ggcgccgccg 


ccgcttggac 


cttcgtgcgt 


15240 


tgtcttgcct 


atcagcgctc 


cttccccgtg 


cttacggcct 


tcccctgaaa 


cccacgttaa 


15300 


ccgaccgtcc 


caaaaacgcc 


ggtgttaaca 


caggaaaaaa 


agaaaccacg 


caggaaccgc 


15360 


gcaggaacca 


cgcggaacat 


gggacactat 


ctggaaatcc 


tgttcaacgt 


catcgtcttc 


15420 


actctgctgc 


tcggcgtcat 


ggtcagtatc 


gtcgcttggt 


acttcacgtg 


aaccaccgtc 


15480 


gtcccggttt 


aaaaaccatc 


atcgacggcc 


gttataaagc 


cacccggaca 


cgcgccgcgg 


15540 


cacttgccta 


cggcgctgct 


tcagggaaac 


tcctcttcct 


tctgctcttc 


ctccttcacc 


15600 


gcagggatcg 


tttccctcga 


ccagggactc 


gccgaagcaa 


ccgccggagc 


aacctggagg 


15660 


agtcgcggca 


tgacggcgcc 


caagtgtgtc 


accaccagta 


cttatctggt 


caagaccaag 


15720 


gaacagccct 


ggtggcccga 


caacgccatc 


aggagatggt 


ggatcagtgt 


tgctatcgtc 


15780 


atcttcatcg 


gagtctgtct 


ggtggccctg 


atgtacttta 


cgcagcagca 


ggcacgcagc 


15840 


gggagcagca 


gcggctagac 


aagtctctgg 


cggctacagc 


tccaagcgcc 


gtagccgggc 


15900 


cgcctgccga 


tcgcgacgtc 


gtggaccatc 


gaacagagac 


tcacgcgtac 


gagaccccga 


15960 


ggtacgccac 


gcggtgccta 


acgcggtata 


ccacacccgt 


acggtctgca 


gtgcggcgta 


16020 


caacgtgtgg 


aaaacgcgtt 


gcgtcgcaga 


gtccgccacg 


ttcctgtctt 


gtcgctcccc 


16080 


aatcgtctcc 


cgcacacccc 


ccgcgacacc 


cagagggcgg 


gtgagccaag 


tattcttaag 


16140 


gccgttcttt 


gttccatagc 


ccataaattg 


ttgattccgg 


agctcgttgg 


cgcggaaata 


16200 


gccggataag 


gggagcaaca 


accgttggcg 


aaagccgtcc 


cgctcattca 


gtccgggttt 


16260 


cgcgtccagt 


cggacgtgtg 


accgttgggc 


aacggaacgg 


cgtttcactg 


ccaaaatcgt 


16320 


atcgggtagt 


gtacgagacg 


tcggcggtgc 


agaatgcgac 


tcgcggcgta 


gctcgccgtc 


16380 


gctatgcggc 


tcgtcgccgt 


gtggcgcggc 


ctggccggct 


gtctgcgtcc 


agatctgttg 


16440 


gccttttggt 


tcctctggct 


gctgctgcgt 


gtgtgctttg 


gtagacgcgg 


tggcagtttg 


16500 


cggtctgcgg 


taagtgagga 


tgtcgccgag 


caaacgcact 


tgcggcgcgt 


gggcggcacg 


16560 


cgtgtcattg 


taggttcgtt 


gccagatggc 


aagtgctgtc 


aacagcaggc 


gttgtgggcg 


16620 


gtcggtgtat 


ttttgtgggt 


tgcggtgaga 


gtcggcactc 


ggtgttttgt 


gagtcatctc 


16680 


aactatctgt 


gttgctttga 


gcagcgtcca 


gaacagcgac 


gcgactttgg 


ggatggcctc 


16740 


gtgctcacct 


ccgcggagag 


cgccgccgga 


cctgctcgtc 


agcagcgagc 


tacgcagacg 


16800 


gaatatctgg 


aggagagtta 


cgtgtgtcac 


aggagagcgc 


gggtctccgg 


cggtaacgac 


16860 


ggcggtgtcg 


tcgacacgtg 


tgcggcctgt 


tgtgctctgc 


ggaaaagtgc 


cggtctcgga 


16920 


gaccgtggac 


gaaaaagaga 


acgcagcagc 


taccgctggc 


ggcggcggcg 


cggtctcgga 


16980 



cgttgatgtt cgacgttgtg agcactcgga aacagcggtg aggcagaagg tcgattctcc 17040 

agggaacgac agtcgatgcg tggtagccgc agcaggtgag gttggggcgg acaacgtgtt 17100 

gcggattgtg gcgagaacgt cgtcctcccc ttcttcaccg ccccacccac cctcggttgg 17160 

tgtttctttt ttcttgtgtc ctgcagatag ttccacggac agcgacggca agtccataat 17220 

cagcggtgtg caagtggtgg aacacgacga agatatcatc gcgccgcaga gtttgtggtg 17280 

cacggcgttc aaggaagccc tctgggatgt ggctctgttg gaagtgccgc gttgggcgtg 17340 

gcagggctgg aagaggtggc gcaacagcga ggccgggcgt cgatggagtg ctgggtctgc 17400 

gtcggcttcc agcttgtctg acttggcggg cgaggccgtt ggagaattgg tgggatcggt 17460 

cgtcgcgtac gtgatccttg aacgtctgtg gttggcagcc agaggttggg tgtgcgaaac 17520 

aggtgtggaa gccgaggagg ccatgtcgcg gcggcgacag cgcatgctgt ggcgtattgt 17580 

tctctcgtgg aggcgacggc gaatgcagca gacggtgttc gatggagatg gcgtgcgggg 17640 

aagaaagcgc cgtgttgtga gcagacgacg taggatgcgg gacgtcggag cacatgggcc 17700 

atgtgtggtg gcagatggcg gtgtccgctg gtgtctgctg cggcagtgca tagacgaagc 17760 

aacatgtcgc tgtgaagaga tagagtgtga gcatagctgc atgcagcgtt gcgtgtataa 17820 

gcggggggga ttaagacgtt aataaagaat agcggcggtt ctgatagggc gaccgctgaa 17880 

gtgagctgcg tgtgcgtgtg gtttgtggag tccccgccgc ccccggtccc gtgtccgccg 17940 

gcaaagcccc ccggntccgc acactcctgg ccgcgcaacc ctcgtcgctg caaaagcccc 18000 

ccgtccccgc acacccccgc gaccgccggt cccgcgagtc cccgtccccg ccgcaaaagg 18060 

cccccgtcct cgccgcaaac acccccgtca cccccgtccc tcagnccggg tccgcgagtc 18120 

cccgttccca gcgtaatccc cgtacccgca acgncccggn cccaccgtcg tcccgcacac 18180 

cccccgtccc ccagcccggt gcccagcgtg cgaaaaaagc tccgtccctc acacccgcag 18240 

aaagatccct cagcgcggtg aaaccccgtc cccagcgccg tgccgctgac aaagaccatg 18300 

ggacgacacg cacaggca 18318 

<210> 2 
<211> 214 
<212> PRT 

<213> Human cytomegalovirus 
<400> 2 

Met Leu Arg Leu Leu Leu Arg His His Phe His Cys Leu Leu Leu Cys 
15 10 15 



Ala Val Trp Ala Thr Pro Cys Leu Ala Ser Pro Trp Ser Thr Leu Thr 
20 25 30 



Ala Asn Gin Asn Pro Ser Pro Pro Trp Ser Lys Leu Thr Tyr Ser Lys 
35 40 45 



Pro His Asp Ala Ala Thr Phe Tyr Cys Pro Phe Leu Tyr Pro Ser Pro 
50 55 60 

Pro Arg Ser Pro Leu Gin Phe Ser Gly Phe Gin Gin Val Ser Thr Gly 



65 



70 75 80 



Pro Glu Cys Arg Asn Glu Thr Leu Tyr Leu Leu Tyr Asn Arg Glu Gly 
85 90 95 



Gin Thr Leu Val Glu Arg Ser Ser Thr Trp Val Lys Lys Val He Trp 
100 105 HO 

Tyr Leu Ser Gly Arg Asn Gin Thr He Leu Gin Arg Met Pro Gin Thr 
!15 120 125 

Ala Ser Lys Pro Ser Asp Gly Asn Val Gin He Ser Val Glu Asp Ala 
130 135 140 

Lys He Phe Gly Ala His Met Val Pro Lys Gin Thr Lys Leu Leu Arg 
145 ' 150 155 160 

Phe Val Val Asn Asp Gly Thr Arg Tyr Gin Met Cys Val Met Lys Leu 
165 170 175 



Glu Ser Trp Ala His. Val Phe Arg Asp Tyr Ser Val Ser Phe Gin Val 
180 185 190 

Arg Leu Thr Phe Thr Glu Ala Asn Asn Gin Thr Tyr Thr Phe Cys Thr 
195 200 205 



His Pro Asn Leu He He 
210 



<210> 3 
<211> 179 
<212> PRT 

<213> Human cytomegalovirus 
<400> 3 

Met Pro Ala Leu Arg Gly Pro Leu Arg Ala Thr Phe Leu Ala Leu Val 
R 10 15 



Ala Phe Gly Leu Leu Leu Gin He Asp Leu Ser Asp Ala Thr Asn Val 
20 25 30 

Thr Ser Ser Thr Lys Val Pro Thr Ser Thr Ser Asn Arg Asn Asn Val 



35 



40 



45 



Asp Asn Ala Thr Ser Ser Gly Pro Thr Thr Gly He Asn Met Thr Thr 
50 55 60 

Thr His Glu Ser Ser Val His Asn Val Arg Asn Asn Glu He Met Lys 



65 



70 75 80 



Val Leu Ala He Leu Phe Tyr He Val Thr Gly Thr Ser He Phe Ser 
85 9° 95 

Phe lie Ala Val Leu He Ala Val Val Tyr Ser Ser Cys Cys Lys His 
100 105 110 

Pro Gly Arg Phe Arg Phe Ala Asp Glu Glu Ala Val Asn Leu Leu Asp 
115 12° 125 

Asp Thr Asp Asp Ser Gly Gly Ser Ser Pro Phe Gly Ser Gly Ser Arg 
130 135 140 

Arg Gly Ser Gin lie Pro Pro Asp Phe Val Pro Arg Ala Leu He Ser 
14 5 150 155 160 

Gly Trp Lys Leu Gly Thr Gly Thr Arg Arg Arg Arg Arg Pro Arg Pro 
165 170 175 



Ala Ser Ala 



<210> 4 
<211> 20 
<212> PRT 

<213> Human cytomegalovirus 
<400> 4 

Asn Met He Leu Arg Thr Ser Ser He Ser Glu Arg Met Ala Thr Trp 

10 .15 



Thr Arg Arg Ser 
20 



<210> 5 
<211> 9 



<212> PRT 

<213> Human cytomegalovirus 
<400> 5 

He Pro He Met Gly Glu Ala Arg Leu 
1 5 



<210> 6 

<211> 23 

<212> PRT 

<213> Human cytomegalovirus 

<400> 6 

Pro Ser Asn Leu Thr Ser Arg Thr 
1 5 



Met Arg Arg Thr Pro Ser Gly Thr 
10 15 



Thr Phe Arg Cys Thr Met Asn 
20 



<210> 7 

<211> 18 

<212> PRT 

<213> Human cytomegalovirus 

<400> 7 

Pro Pro Arg Lys Trp Lys Asn Leu 
1 5 



Arg Thr Ala Pro Ala Gly Arg Phe 
10 15 



Pro Asn 



<210> 8 
<211> 16 
<212> PRT 

<213> Human cytomegalovirus 
<400> 8 

Lys Leu Pro Cys Asn Pro Ser Arg Ser Glu He Pro Ser Thr Thr Arg 
q 10 1 5 



<210> 9 

<211> 257 

<212> PRT 

<213> Human cytomegalovirus 

<400> 9 

Met Gly Cys Asp Val His Asp Pro 
1 5 



Ser Trp Gin Cys Gin Trp Gly Val 
10 15 



Pro Thr lie He Val Ala Trp He Thr Cys Ala Ala Leu Gly He Trp 



20 



25 



30 



Cys Leu Ala Gly Ser Ser Ala Asp Val Ser Ser Gly Pro Gly He Ala 
35 40 45 

Ala Val Val Gly Cys Ser Val Phe Met He Phe Leu Cys Ala Tyr Leu 
50 55 60 

He Arg Tyr Arg Glu Phe Phe Lys Asp Ser Val He Asp Leu Leu Thr 
65 70 75 80 

Cys Arg Trp Val Arg Tyr Cys Ser Cys Ser Cys Lys Cys Ser Cys Lys 
85 90 95 

Cys He Ser Gly Pro Cys Ser Arg Cys Cys Ser Ala Cys Tyr Lys Glu 
100 105 HO 

Thr Met He Tyr Asp Met Val Gin Tyr Gly His Arg Arg Arg Pro Gly 
115 120 125 

His Gly Asp Asp Pro Asp Arg Val He Cys Glu lie Val Glu Ser Pro 



130 



135 



140 



Pro Val Ser Ala Pro Thr Val Ser Val Pro Pro Pro Ser Glu Glu Ser 
145 150 155 • 160 

His Gin Pro Val He Pro Pro Gin Pro Pro Ala Pro Thr Ser Glu Pro 
165 170 I 75 

Lys Pro Lys Lys Gly Arg Ala Lys Asp Lys Pro Lys Gly Arg Pro Lys 
180 185 19° 

Asp Lys Pro Pro Cys Glu Pro Thr Val Ser Ser Gin Pro Pro Ser Gin 
195 200 205 

Pro Thr Ala Met Pro Gly Gly Pro Pro Asp Ala Pro Pro Pro Ala Met 
2io 215 220 



Pro Gin Met Pro Pro 



Gly Val Ala Glu Ala Val Gin Ala Ala Val Gin 
225 230 235 240 

Ala Ala Val Ala Ala Ala Leu Gin Gin Gin Gin Gin His Gin Thr Gly 
245 250 255 



Thr 



<210> 10 
<211> 175 
<212> PRT 

<213> Human cytomegalovirus 
<400> 10 

Met Ala Arg Thr Arg Glu Ala Ser Pro Val Pro Pro Arg Ser Pro Met 
5 10 15 



Pro Ser His He His Thr Met He Phe Ser Pro Ala Trp Asn Leu Lys 
20 25 30 

Leu Arg Val Gly Lys Gly Arg Cys Thr Asp lie Tyr Ala Leu Asp Phe 
35 40 45 

Trp Lys Arg His Phe Leu Ala Arg Asn Val Phe He Val Gin Thr Leu 
50 55 60 

Arq Lys Glu Met Cys Ala Lys Ser Glu Asn Ser Leu Ser His Arg Gly 
65 70 75 80 

Arq Val Thr Phe Arg Ser Asp Ala Ala Ala Val Val Val Glu Pro Arg 
85 90 95 



Pro Arg Pro Pro Ala Arg Gin Leu Val Pro Pro Arg Pro Arg Arg Val 
100 105 HO 

Ala Ser Ala Ala Trp Arg Gly Glu Ala Arg Arg Ala Asp Arg Arg Ala 
115 120 125 

Leu Pro Ser Ala Ala Thr Val Val Val Asn Ser Pro Ser Val Arg Thr 
130 135 140 



Glu Val Cys Leu Ser Val Tyr Pro Ser Val Tyr Leu Ser Pro Tyr Leu 
145 150 155 160 

Ser Ser Val Trp Val Pro Met Ser Val Leu Ala Ala Ala Val Gly 
165 170 175 



<210> 11 

<211> 328 

<212> PRT 

<213> Human cytomegalovirus 



<400> 11 



Met Ser Val His Arg Pro Phe Pro Thr Arg Ser Leu Arg Phe Gin Ala 
X 5 10 15 



Gly Glu Lys lie Met Val Trp He Trp Leu Gly He Gly Leu Leu Gly 
20 25 30 



Gly Thr Gly Leu Ala Ser Leu Val Leu Ala He Ser Leu Phe Thr Gin 
35 40 45 



Arg Arg Gly Arg Lys Arg Ser Asp Glu Thr Ser Ser Arg Gly Arg Leu 
50 55 60 



Pro Gly Ala Ala Ser Asp Lys Arg Gly Ala Cys Ala Cys Cys Tyr Arg 
65 70 75 80 



Asn Pro Lys Glu Asp Val Val Glu Pro Leu Asp Leu Glu Leu Gly Leu 
85 90 95 



Met Arg Val Asp Thr His Pro Pro Thr Pro Gin Val Pro Arg Cys Thr 
100 105 HO 



Ser Leu Tyr He Gly Glu Asp Gly Leu Pro He Asp Lys Pro Glu Phe 
115 120 125 



Pro Pro Ala Arg Phe Glu He Pro Asp Val Ser Thr Pro Gly Thr Pro 
130 135 140 



Thr Ser He Gly Arg Ser Pro Ser His Cys Ser Ser Ser Ser Ser Leu 
145 150 155 160 



Ser Ser Ser Thr Ser Val Asp Thr Val Leu Tyr Gin Pro Pro Pro Ser 
165 170 175 



Trp Lys Pro Pro Pro Pro Pro Gly Arg Lys Lys Arg Pro Pro Thr Pro 
180 185 190 



Pro Val Arg Ala Pro Thr Thr Arg Leu Ser Ser His Arg Pro Pro Thr 
195 200 205 



Pro He Pro Ala Pro Arg Lys Asn Leu Ser Thr Pro Pro Thr Lys Lys 
210 215 220 



Thr Pro Pro Pro Thr Lys Pro Lys Pro Val Gly Trp Thr Pro Pro Val 
225 230 235 240 



Thr Pro Arg Pro Phe Pro Lys Thr Pro Thr Pro Gin Lys Pro Pro Arg 



245 



250 



255 



Asn Pro Arg Leu Pro Arg Thr Val Gly Leu Glu Asn Leu Ser Lys Val 



260 



265 270 



Gly Leu Ser Cys Pro Cys Pro Arg Pro Arg Thr Pro Thr Glu Pro Thr 
275 280 285 



Thr Leu Pro He Val Ser Val Ser Glu Leu Ala Pro Pro Pro Arg Trp 
290 



295 300 



Ser Asp He Glu Glu Leu Leu Glu Gin Ala Val Gin Ser Val Met Lys 
305 31° 315 



Asp Ala Glu Ser Met Gin Met Thr 
325 



<210> 12 

<211> 240 

<212> PRT 

<213> Human cytomegalovirus 

<400> 12 

Met Ser Val Lys Gly Val Glu Met Pro Glu Met Thr Trp Asp Leu Asp 
1 5 10 15 

Val Arg Asn Lys Trp Arg Arg Arg Lys Ala Leu Ser Arg lie His Arg 



20 



25 



Phe Trp Glu Cys Arg Leu Arg Val Trp Trp Leu Ser Asp Ala Gly Val 
35 40 45 

Arg Glu Thr Asp Pro Pro Arg Pro Arg Arg Arg Pro Thr Trp Met Thr 
50 55 60 

Ala Val Phe His Val He Cys Ala Val Leu Leu Thr Leu Met He Met 
65 70 75 80 

Ala He Gly Ala Leu He Ala Tyr Leu Arg Tyr Tyr His Gin Asp Ser 
85 90 95 

Trp Arg Asp Met Leu His Asp Leu Phe Cys Gly Cys His Tyr Pro Glu 
100 105 110 

Lys Cys Arg Arg His His Glu Arg Gin Arg Arg Arg Arg Gin Ala Met 



115 



120 



Asp Val Pro Asp Pro Glu Leu Gly Asp Pro Ala Arg Arg Pro Leu Asn 
130 135 140 

Gly Ala Met Tyr Tyr Gly Ser Gly Cys Arg Phe Asp Thr Val Glu Met 
145 150 155 

Val Asp Glu Thr Arg Pro Ala Pro Pro Ala Leu Ser Ser Pro Glu Thr 
165 l" 70 175 

Gly Asp Asp Ser Asn Asp Asp Ala Val Ala Gly Gly Gly Ala Gly Gly 
180 185 



Thr Thr Ser Pro Asn Ala Leu Leu Pro 

195 



Val Thr Ser Pro Ala Thr Arg 

200 205 



Glu Trp Met Asp Ala Val His Val Ala Val Gin Ala Ala Val Gin Ala 
210 215 220 

Thr Val Gin Val Ser Gly Pro Arg Glu Asn Ala Val Ser Pro Ala Thr 
225 230 235 



<210> 13 

<211> 96 

<212> PRT 

<213> Human cytomegalovirus 

<400> 13 



Met Ala Thr lie Ser Thr Ser He Thr Pro Met Met Gly Asn Pro Thr 
1 5 10 15 

Phe Ser Gly Arg Ser Ser Met Val Thr Val Leu Cys Pro Asp Leu Arg 
20 25 30 

Pro Ser Leu Ser Leu Leu Tyr Ser Thr Arg Ala Gly Thr Ala Pro Ser 
35 40 45 

Thr Leu Leu Arg Ser Gly Arg Tyr Gly Val Leu Pro Arg Ala Thr Tyr 
50 55 6° 

Leu His Gly Arg Leu Asn Gly Gly Leu Asp Arg His Met His Arg lie 
65 70 75 

His Pro Phe Trp Gin Gin Cys Val Arg Arg Arg Arg Thr Ser Arg Gly 
85 90 95 



<210> 14 



<211> 
<212> 
<213> 



169 
PRT 

Human cytomegalovirus 



<400> 14 

Met Asp Asp Leu Pro Leu Asn Val Gly Leu Pro He He Gly Val Met 
1 5 10 15 

Leu Val Leu He Val Ala He Leu Cys Tyr Leu Ala Tyr His Trp His 
20 25 30 

Asp Thr Phe Lys Leu Val Arg Met Phe Leu Ser Tyr Arg Trp Leu He 
35 40 45 

Arq Cys CysGlu Leu Tyr Gly Glu Tyr Glu Arg Arg Phe Ala Asp Leu 
50 55 60 

Ser Ser Leu Gly Leu Gly Ala Val Arg Arg Glu Ser Asp Arg Arg Tyr 
65 70 75 80 

Arq Phe Ser Glu Arg Pro Asp Glu He Leu Val Arg Trp Glu Glu Val 
85 90 95 

Ser Ser Gin Cys Ser Tyr Ala Ser Ser Arg He Thr Asp Arg Arg Val 
100 105 HO 



Gly Ser Ser Ser Ser Ser Ser Val His Val Ala Ser Gin Arg Asn Ser 
115 120 125 

Val Pro Pro Pro Asp Met Ala Val Thr Ala Pro Leu Thr Asp Val Asp 
130 135 140 

Leu Leu Lys Pro Val Thr Gly Ser Ala Thr Gin Phe Thr Thr Val Ala 
145 150 155 160 



Met Val His Tyr His Gin Glu Tyr Thr 
165 



<210> 15 
<211> 135' 
<212> PRT 

<213> Human cytomegalovirus 
<400> 15 

Met Leu Trp He Leu Val Leu Phe Ala Leu Ala Ala Ser Ala Ser Glu 
5 10 15 



Gin Ser Thr Ser Ala Thr 

20 



Thr Thr Thr Gly Thr Ser Ser Asn Ser Ser 

25 30 



Ala Asn Thr Thr Val Ser Thr Cys He Asn Ala Ser Asn Gly Ser Ser 



35 



40 45 



Trp Thr Val Pro Gin Leu Ala Leu Leu Ala Ala Ser Gly Trp Thr Leu 
50 55 60 

Ser Gly Leu Leu Leu Leu Phe Thr Cys Cys Phe Cys Cys Phe Trp Leu 
65 70 75 80 

Val Arg Lys He Cys Ser Cys Cys Gly Asn Ser Ser Glu Ser Glu Ser 
85 90 95 

Lys Thr Thr His Ala Tyr Thr Asn Ala Ala Phe Thr Ser Ser Asp Ala 
100 105 HO 

Thr Leu Pro Met Gly Thr Thr Gly Ser Tyr Thr Pro Pro Gin Asp Gly 
115 120 I 25 



Ser Phe Pro Pro Pro Pro Arg 
130 135 



<210> 16 

<211> 114 

<212> PRT 

<213> Human cytomegalovirus 

<400> 16 

Met Thr Pro Ala Gin Thr Asn Ala Thr Thr Thr Val His Pro His Asp 
1 5 10 15 

Ala Lys Asn Gly Ser Gly Gly Ser Ala Leu Pro Thr Leu Val Val Phe 
20 25 30 

Glv Phe He Val Thr Leu Leu Phe Phe Leu Phe Met Leu Tyr Phe Trp 

— 45 



35 



40 



Asn Asn Asp Val Phe Arg Lys Leu Leu Arg Ala Leu Gly Ser Ser Ala 



50 



55 



60 



Val Ala Thr Ala Ser Thr Arg Gly Lys Thr Arg Ser Ser Thr Val Val 

70 75 80 



65 



His His Val Val Pro Arg Ala Thr Thr Arg Val Val Leu Thr Ala Cys 
85 90 95 



His Arg Thr Phe Phe Tyr His Pro Arg Pro Met Ala Val Leu Thr Thr 
100 1° 5 110 



Arg His 

<210> 17 

<211> 425 

<212> PRT 

<213> Human cytomegalovirus 

<400> 17 

Met Arg Gin Val Ala Tyr Arg Arg Arg Arg Glu Ser Ser Cys Ala Val 
1 5 10 15 

Leu Val His His Val Gly Arg Asp Gly Asp Gly Glu Gly Glu Ala Ala 
20 25 30 

Lys Lys Thr Cys Lys Lys Thr Gly Arg Ser Val Ala Gly He Pro Gly 
35 40 45 

Glu Lys Leu Arg Arg Thr Val Val Thr Thr Thr Pro Ala Arg Arg Leu 
50 55 60 

Ser Gly Arg His Thr Glu Gin Glu Gin Ala Gly Met Arg Leu Cys Glu 
65 70 75 

Lys Gly Lys Lys Arg He He Met Cys Arg Arg Glu Ser Leu Arg Thr 
85 90 95 

Leu Pro Trp Leu Phe Trp Val Leu Leu Ser Cys Pro Arg Leu Leu Glu 
100 105 11° 

Tyr Ser Ser Ser Ser Phe Pro Phe Ala Thr Ala Asp He Ala Glu Lys 
115 120 I 25 

Met Trp Ala Glu Asn Tyr Glu Thr Thr Ser Pro Ala Pro Val Leu Val 



Trp 
130 



135 140 



Ala Glu Gly Glu Gin Val Thr He Pro Cys Thr Val Met Thr His Ser 
145 150 I 55 



160 



Trp Pro Met Val Ser He Arg Ala Arg Phe Cys Arg Ser His Asp Gly 
165 I 70 175 



Ser Asp Glu Leu He Leu Asp Ala Val Lys Gly His Arg Leu Met Asn 
180 185 190 

Gly Leu Gin Tyr Arg Leu Pro Tyr Ala Thr Trp Asn Phe Ser Gin Leu 
195 200 205 

His Leu Gly Gin He Phe Ser Leu Thr Phe Asn Val Ser Met Asp Thr 
210 215 220 

Ala Gly Met Tyr Glu Cys Val Leu Arg Asn Tyr Ser His Gly Leu He 
225 230 235 240 



Met Gin Arg Phe Val He Leu Thr Gin Leu Glu Thr Leu Ser Arg Pro 
245 250 255 



Asp Glu Pro Cys Cys Thr Pro Ala Leu Gly Arg Tyr Ser Leu Gly Asp 
260 265 270 

Gin He Trp Ser Pro Thr Pro Trp Arg Leu Arg Asn His Asp Cys Gly 
275 280 285 

Thr Tyr Arg Gly Phe Gin Arg Asn Tyr Phe Tyr He Gly Arg Ala Asp 
290 295 300 

Ala Glu Asp Cys Trp Lys Pro Ala Cys Pro Asp Glu Glu Pro Asp Arg 
305 310 315 320 

Cys Trp Thr Val He Gin Arg Tyr Arg Leu Pro Gly Asp Cys Tyr Arg 
325 330 335 



Ser Gin Pro His Pro Pro Lys Phe Leu Pro Val Thr Pro Ala Pro Pro 
340 345 350 

Ala Asp He Asp Thr Gly Met Ser Pro Trp Ala Thr Arg Gly He Ala 
355 360 365 

Ala Phe Leu Gly Phe Trp Ser He Phe Thr Val Cys Phe Leu Cys Tyr 
370 375 380 

Leu Cys Tyr Leu Gin Cys Cys Gly Arg Trp Cys Pro Thr Pro Gly Arg 
385 390 395 400 

Gly Arg Arg Gly Gly Glu Gly Tyr Arg Arg Leu Pro Thr Tyr Asp Ser 
405 410 415 



Tyr Pro Gly Val Arg Lys Met Lys Arg 



420 



425 



<210> 18 
<211> 306 
<212> PRT 

<213> Human cytomegalovirus 
<400> 18 

Met Arg He Glu Trp Val Trp Trp Leu Phe Gly Tyr Phe Val Ser Ser 
r 10 15 



Val Gly Ser Glu Arg Ser Leu Ser Tyr Arg Tyr His Leu Glu Ser Asn 
20 25 30 

Ser Ser Thr Asn Val Val Cys Asn Gly Asn He Ser Val Phe Val Asn 
35 40 45 

Gly Thr Leu Gly Val Arg Tyr Asn He Thr Val Gly He Ser Ser Ser 
50 55 60 



Leu 
65 



Leu He Gly His Leu Thr He Gin Val Leu Glu Ser Trp Phe Thr 



70 75 80 



Pro Trp Val Gin Asn Lys Ser Tyr Asn Lys Gin Pro Leu Gly Asp Thr 
85 90 95 

Glu Thr Leu Tyr Asn He Asp Ser Glu Asn He His Arg Val Ser Gin 
100 105 HO 

Tyr Phe His Thr Arg Trp He Lys Ser Leu Gin Glu Asn His Thr Cys 
115 120 125 

Asp Leu Thr Asn Ser Thr Pro Thr Tyr Thr Tyr Gin Val Asn Val Asn 
130 135 140 

Asn Thr Asn Tyr Leu Thr Leu Thr Ser Ser Gly Trp Gin Asp Arg Leu 
145 150 155 160 

Asn Tyr Thr Val He Asn Ser Thr His Phe Asn Leu Thr Glu Ser Asn 
165 170 175 



He Thr Ser He Gin Lys Tyr Leu Asn Thr Thr Cys He Glu Arg Leu 
180 185 190 

Arg Asn Tyr Thr Leu Glu Ser Val Tyr Thr Thr Thr Val Pro Gin Asn 
195 200 205 



He Thr Thr Ser Gin His Ala Thr Thr Thr Met His Thr He Pro Pro 
210 215 220 



Asn 



Thr He Thr He Gin Asn Thr Thr Gin Ser His Thr Val Gin Thr 
225 230 235 240 

Pro Ser Phe Asn Asp Thr His Asn Val Thr Lys His Thr Leu Asn He 
245 250 255 

Ser Tyr Val Leu Ser Gin Lys Thr Asn Asn Thr Thr Ser Pro Trp He 
260 265 270 

Tyr Ala He Pro Met Gly Ala Thr Ala Thr He Gly Ala Gly Leu Tyr 
275 280 285 

He Gly Lys His Phe Thr Pro Val Lys Phe Val Tyr Glu Val Trp Arg 
290 295 300 



Gly Gin 
305 



<210> 19 
<211> 92 
<212> PRT 

<213> Human cytomegalovirus 
<400> 19 

Met Ala Arg Ser Val Lys Thr He Arg He Gin His He Tyr Ser Pro 
15 10 15 

Arq Ser Ser Asn Thr Leu Gin His Met Ser Lys Lys Gin Glu Ser He 
20 25 30 

Ala Thr He Thr Phe Gly Arg He Thr Cys Cys His Pro Leu Ala Ser 
35 40 45 

He Asn Leu Met Phe Asn Gly Ser Cys Thr Val Thr Val Lys He Ser 
50 55 60 

Met Gly He Asn Gly Ser Thr Asn Val His Gin Leu Val He Val Leu 
65 70 75 80 

His Leu Gly Asn Arg Cys Gin Pro Trp Arg Gin Val 
85 90 



<210> 20 



<2n> 

<212> 
<213> 



176 
PRT 

Human cytomegalovirus 



<400> 20 

Met Lys Pro Leu He Met Leu lie Cys Phe Ala Val He Leu Leu Gin 



Leu 



Gly Val Thr Lys Val Cys Gin His Asn Glu Val Gin Leu Gly Asn 
20 25 30 

Glu Cys Cys Pro Pro Cys Gly Ser Gly Gin Arg Val Thr Lys Val Cys 



35 



40 



Thr Asp Tyr 
50 



Thr Ser Val Thr Cys Thr Pro Cys Pro Asn Gly Thr Tyr 



55 



60 



Val Ser Gly Leu Tyr Asn Cys Thr Asp Cys Thr Gin Cys Asn Val Thr 
65 70 75 

Gin Val Met He Arg Asn Cys Thr Ser Thr Asn Asn Thr Val Cys Ala 
85 90 95 

Pro Lys Asn His Thr Tyr Phe Ser Thr Pro Gly Val Gin His His Lys 
100 11° 

Gin Arg Gin Gin Asn His Thr Ala His He Thr Val Lys Gin Gly Lys 



115 



120 



Ser Gly Arg His Thr Leu Ala Trp Leu Ser Leu Phe He Phe Leu Val 
130 135 140 

Gly He lie Leu Leu He Leu Tyr Leu He Ala Ala Tyr Arg Ser Glu 

_ _ _ Kn 155 



145 150 



Arg Cys Gin Gin Cys Cys Ser lie Gly Lys He Phe Tyr Arg Thr Leu 



<210> 21 

<211> 100 

<212> PRT 

<213> Human cytomegalovirus 



<400> 21 

Met Cys Thr Asp Pro Arg Arg Thr Ala Gly Trp Glu Arg Leu Thr His 
i 5 1° 



Iis Ala Ser Tyr His Ala Asn Tyr Gly Ala Tyr Ala Val Leu Met Ala 

20 25 



Thr ser Gin Arg Lys Ser Leu Val Leu His Arg Tyr Ser Ala Val Thr 

35 40 

Ala Val Ala Leu Gin Leu Met Pro Val Glu lie Val Arg Lys Leu Asp 

50 " 

» Ser Asp Trp Val Arg Gly Ala Trp He Val Ser Glu Thr Phe Pro 

70 7b 

r Asp Pro Lys Gly Val Trp Ser Asp Asp Asp Ser Ser Met Gly 



Gl 
65 



Thr Sei 



Gly Ser Asp Asp 
100 



<210> 22 
<211> H7 
<212> PRT 

<213> Human cytomegalovirus 
<400> 22 

Met Arg Leu He Phe Gly Ala Leu He lie Phe Leu Ala Tyr Val Tyr 
1 5 10 

His Tyr Glu Val Asn Gly Thr Glu Leu Arg Cys Arg Cys Leu His Arg. 
20 25 

Lys Tr P Pro Pro Asn Lys He He Leu Gly Asn Tyr Trp Leu His Arg 

35 40 

Asp Pro Arg Gly Pro Gly Cys Asp Lys Asn Glu His Leu Leu Tyr Pro 

50 55 

Asp Gly Arg Lys Pro Pro Gly Pro Gly Val Cys Leu Ser Pro Asp His 

65 /U 

L eu Phe Ser Lys Trp Leu Asp Lys His Asn Asp Asn Arg Trp Tyr Asn 

85 yU 

val Asn lie Thr Lys Ser Pro Gly Pro Arg Arg He Asn lie Thr Leu 



100 105 



He Gly Val Arg Gly 
115 



<210> 23 
<211> 159 
<212> PRT 



<213> Human cytomegalovirus 
<400> 23 

Met val Leu Thr Trp Leu His His Pro Val Ser Asn Ser His lie Asn 
1 5 10 

L eu Leu Ser Val Arg His Leu Ser Leu He Ala Tyr Met Leu Leu Thr 

20 25 

He Cys Pro Leu Ala Val His Val Leu Glu Leu Glu Asp Tyr Asp Arg 
35 40 45 



Arg cys Arg Cys Asn Asn Gin He Leu Leu Asn Thr Leu Pro Val Gly 

50 55 

Thr Glu Leu Leu Lys Pro He Ala Ala Ser Glu Ser Cys Asn Arg Gin 
65 70 75 

Glu val Leu Ala He Leu Lys Asp Lys Gly Thr Lys Cys Leu Aan Pro 



85 



As n Ala Gin Ala Val Arg Arg His He Asn Arg Leu Phe Phe Arg Leu 

100 105 

He Leu Asp Glu Glu Gin Arg He Tyr Asp Val Val Ser Thr Asn He 
115 120 1 

r>v-^, Thr Ala Tvr Lys Ala Phe Leu Trp 
Glu Phe Gly Ala Trp Pro Val Pro Thr Ala lyr 

130 135 

Lys Tyr Ala Lys Arg Leu Asn Tyr His His Phe Arg Leu Arg Trp 
145 "0 "5 



<210> 24 

<211> 316 

<212> PRT 

<213> Human cytomegalovirus 



<400> 24 

Met Leu Arg Leu Leu Phe Thr Leu Val Leu Leu Ala Leu His Gly Gin 
1 5 10 

Val Gly Ala Ser Arg Asp Tyr Val His Val Arg Leu Leu Ser Tyr 



Ser 



Arg Gly Asp Pro Leu Val Phe Lys His Thr Phe Ser Gly Val Arg Arg 
35 40 45 

Pro Phe Thr Glu Leu Gly Trp Ala Ala Cys Arg Asp Trp Asp Ser Met 
50 55 60 

His Cys Thr Pro Phe Trp Ser Thr Asp Leu Glu Gin Met Thr Asp Ser 
65 70 75 80 

Val Arg Arg Tyr Ser Thr Val Ser Pro Gly Lys Glu Val Thr Leu Gin 
85 9° 95 

Leu His Gly Asn Gin Thr Val Gin Pro Ser Phe Leu Ser Phe Thr Cys 
100 105 HO 

Arg Leu Gin Leu Glu Pro Val Val Glu Asn Val Gly Leu Tyr Val Ala 
115 120 

Tyr Val Val Asn Asp Gly Glu Arg Pro Gin Gin Phe Phe Thr Pro Gin 
130 135 I 40 

Val Asp Val Val Arg Phe Ala Leu Tyr Leu Glu Thr Leu Ser Arg lie 
145 150 155 . 

Val Glu Pro Leu Glu Ser Gly Arg Leu Ala Val Glu Phe Asp Thr Pro 
165 170 I 75 

Asp Leu Ala Leu Ala Pro Asp Leu Val Ser Ser Leu Phe Val Ala Gly 
180 185 

His Gly Glu Thr Asp Phe Tyr Met Asn Trp Thr Leu Arg Arg Ser Gin 
195 200 205 

Thr His Tyr Leu Glu Glu Met Ala Leu Gin Val Glu lie Leu Lys Pro 
210 215 220 

Arg Gly Val Arg His Arg Ala lie He His His Pro Lys Leu Gin Pro 
225 230 235 

Gly Val Gly Leu Trp He Asp Phe Cys Val Tyr Arg Tyr Asn Ala Arg 



245 250 255 



Leu Thr Arg Gly Tyr Val Arg Tyr Thr Leu Ser Pro Lys Ala Arg 
260 



Leu 



265 270 



Pro Ala Lys Ala Glu Gly Trp Leu Val Ser Leu Asp Arg Phe He Val 
275 280 

Gin Tyr Leu Asn Thr Leu Leu He Thr Met Met Ala Ala He Trp Ala 



290 295 



Arg 
305 



Val Leu lie Thr Tyr Leu Val Ser Arg Arg Arg 



310 



315 



<210> 25 
<211> 122 
<212> PRT 



<213> Human cytomegalovirus 
<400> 25 



Met 
1 



Val Asp Gin Cys Cys Tyr Arg His Leu His Arg Ser Leu Ser Gly 

Gly Pro Asp Val Leu Tyr Ala Ala Ala Gly Thr Gin Arg Glu Gin Gin 

20 25 

A rg Leu Asp Lys Ser Leu Ala Ala Thr Ala Pro Ser Ala Val Ala Gly 
35 40 45 



i -<r,i ao^ H-i «; ara Thr Glu Thr His Ala 
Pro Pro Ala Asp Arg Asp Val Val Asp His Arg mr ^ 

50 5b 

Tyr Glu Thr Pro Arg Tyr Ala Thr Arg Cys Leu Thr Arg Tyr Thr Thr 
65 70 " 

Pro val Arg Ser Ala Val Arg Arg Thr Thr Cys Gly Lys Arg Val Ala 

85 90 



Ser 



Gin Ser Pro Pro Arg Ser Cys Leu Val Ala Pro Gin Ser Ser Pro 



100 105 



Ala His Pro Pro Arg His Pro Glu Gly Gly 
115 120 



<210> 26 

<211> 642 

<212> PRT 

<213> Human cytomegalovirus 



<400> 26 

Gin Leu Cys Ser His Ser He Ser Ser Gin Arg His Val Ala Ser 



Met 



10 15 



Ser Met His Cys Arg Ser Arg His Gin Arg Thr Pro Pro Ser Ala Thr 

20 25 

Thr His Gly Pro Cys Ala Pro Thr Ser Arg He Leu Arg Arg Leu Leu 
35 40 45 

Thr Thr Arg Arg Phe Leu Pro Arg Thr Pro Ser Pro Ser Asn Thr Val 
50 55 60 

Cys Cys lie Arg Arg Arg Leu His Glu Arg Thr He Arg His Ser Met 
65 70 75 

Arg Cys Arg Arg Arg Asp Met Ala Ser Ser Ala Ser Thr Pro Val Ser 
85 90 

His Thr Gin Pro Leu Ala Ala Asn His Arg Arg Ser Arg lie Thr Tyr 
100 1°5 110 

Ala Thr Thr Asp Pro Thr Asn Ser Pro Thr Ala Ser Pro Ala Lys Ser 
115 120 125 

Asp Lys Leu Glu Ala Asp Ala Asp Pro Ala Leu His Arg Arg Pro Ala 
130 135 140 

Ser Leu Leu Arg His Leu Phe Gin Pro Cys His Ala Gin Arg Gly Thr 
145 150 155 

Ser Asn Arg Ala Thr Ser Gin Arg Ala Ser Leu Asn Ala Val His His 
165 110 

L ys Leu Cys Gly Ala Met He Ser Ser Ser Cys Ser Thr Thr Cys Thr 

180 185 

Pro Leu lie Met Asp Leu Pro Ser Leu Ser Val Glu Leu Ser Ala Gly 

195 200 205 

His Lys Lys Lys Glu Thr Pro Thr Glu Gly Gly Trp Gly Gly Glu Glu 
210 215 220 

Gly Glu Asp Asp Val Leu Ala Thr lie Arg Asn Thr Leu Ser Ala Pro 
225 230 235 

Thr Ser Pro Ala Ala Ala Thr Thr His Arg Leu Ser Phe Pro Gly Glu 

245 250 



Ser Thr Phe Cys Leu Thr Ala Val Ser Glu Cys Ser Gin Arg Arg Thr 



260 



265 



270 



Ser Thr Ala Ala Leu Thr Pro Pro Pro Pro Ala Val Ala Ala Ala Phe 
275 280 285 

Ser Phe Ser Ser Thr Val Ser Glu Thr Gly Thr Phe Pro Gin Ser Thr 
290 295 300 

Thr Gly Arg Thr Arg Val Asp Asp Thr Ala Val Val Thr Ala Gly Asp 
305 310 315 

Pro Arg Ser Pro Val Thr His Val Thr Leu Leu Gin He Phe Arg Leu 
325 330 335 

Ara Ser Ser Leu Leu Thr Ser Arg Ser Gly Gly Ala Leu Arg Gly Gly 
340 345 350 

Glu His Glu Ala He Pro Lys Val Ala Ser Leu Phe Trp Thr Leu Leu 
355 360 365 

Lys Ala Thr Gin He Val Glu Met Thr His Lys Thr Pro Ser Ala Asp 
370 375 380 

Ser His Arg Asn Pro Gin Lys Tyr Thr Asp Arg Pro Gin Arg Leu Leu 
385 390 395 400 

Leu Thr Ala Leu Ala lie Trp Gin Arg Thr Tyr Asn Asp Thr Arg Ala 
405 410 415 

Ala His Ala Pro Gin Val Arg Leu Leu Gly Asp He Leu Thr Tyr Arg 
420 425 430 

Arq Pro Gin Thr Ala Thr Ala Ser Thr Lys Ala His Thr Gin Gin Gin 
435 440 445 

Glu Glu Pro Lys Gly Gin Gin He Trp Thr Gin Thr Ala Gly Gin 



Pro 

450 



455 460 



Ala Ala Pro His Gly Asp Glu Pro His Ser Asp Gly Glu Leu Arg Arg 
465 470 475 480 

Glu Ser His Ser Ala Pro Pro Thr Ser Arg Thr Leu Pro Asp Thr He 

485 490 495 



L eu Ala Val Lys Arg Arg Ser Val Ala Gin Arg Ser His Val Arg Leu 

500 505 



ASP Ala Lys Pro Gly Leu Asn Glu Arg Asp Oly Phe Arg Gin Arg Leu 

515 520 

L eu Leu Pro Leu Ser Gly Tyr Phe Arg Ala Asn Glu Leu Arg Asn Gin 

5-ic b4U 

n Phe Met Gly Tyr Gly Thr Lys Asn Gly Leu Lys Asn Thr Trp Leu 

5 550 555 

Thr Arg Pro Leu Gly Val Ala Gly Gly Val Arg Glu Thr He Gly Glu 



Gl 
545 



565 570 



Arg Gin Asp Arg Asn Val Ala Asp Ser Ala Thr Gin Arg Val Phe His 

580 585 

Thr Leu Tyr Ala Ala Leu Gin Thr Val Arg Val Trp Tyr Thr Ala Leu 
595 600 605 

Gly Thr Ala Trp Arg Thr Ser Gly Ser Arg Thr Arg Glu Ser Leu Phe 

610 615 . 



Asp 
625 



Gly Pro Arg Arg Arg Asp Arg Gin Ala Ala Arg Leu Arg Arg Leu 

— - 6 3 5 



630 



Glu Leu 



<210> 27 

<211> 336 

<212> PRT 

<213> Human cytomegalovirus 



<220> 

<221> MIS C_F E ATURE 

<222> (47) . . (47) 

<223> X is unknown (one of the 



<220> 

<2 21> MI SC_FE ATURE 

<222> (49) . . (49) 

<223> X is unknown (one of the 



<220> 

<2 21> MIS C_F E ATURE 

<222> (115) . . (115) 

<223> X is unknown (one of the 



naturally occurring amino acids) 



naturally occurring amino acids) 



naturally occurring amino acids) 



r^le v.l .« Oly Thr Al. «. Oly «r oly «- «i= *r g ,1. 

1 5 

Gl „ Gly Ser Ph. Cys Gly cys Giu Gly "9 Ser Ph. Ph. Ar 9 Thr - 

20 ^ b 

Gly Thr Gly Leu Gly Asp Oly Gly Cys Al, Gly «. »0 Trp ». «. 

35 40 



X„ V,! Al, Oly ™r Oly II. Thr Leu «y Thr Oly Thr «, oly Pre 

50 55 

. , oiw riv val Cvs Gly Glu Asp Gly Gly 
Gly Leu Arg Asp Gly Gly Asp Gly Gly val cys y ^ 

65 70 

L eu Leu Arg Arg Gly Arg Gly - Ala Gly Pro Ala Val Ala Gly Val 

85 * U 

Cy. Oly Asp Oly Oly Leu Leu 01„ «, Ar g Oly Leu Ar g Oly On olu 

100 xu:5 



cys A!, xa, Pro Oly Oly Ph. ,1a oly oly Hi. oly Thr oly oly oly 

115 12U 
Gly Asp Ser Thr Asn His Thr His Thr Gin Leu Thr Ser Ala Val Ala 



130 135 



L eu Ser Glu Pro Pro Leu Phe Phe He Asn Val Leu Xle Pro Pro Ala 

ai a rvs Ser Tyr Ala His Thr Leu Ser Leu His 
Tyr Thr Arg Asn Ala Ala Cys Ser lyr ^ 175 



165 



Ser Asp Met Leu Leu Arg Leu Cys T. 

-ion J- 



Thr Ala Ala Ala Asp Thr Ser Gly 



1.. 

His Ar g Hi. Leu Pro Pro Hi. Met Al. His val Leu Ar f Ar g Pro Ala 

195 zuu 



S er Tyr val val cys S.r Gl» Hi. Oly Ala Ph. Ph. Pro Ala Ar g His 

210 215 

Thr Pro Ser Ala Ala Phe Ala Val Ala Ser Thr Arg Glu 



Leu His Arg Thr pro s»e* «x» ~ 

225 230 



OB Tyr Ala Thr 1. Cys Ala »1 .1. £j Al. Thr Trp Pro Pro Ar g 

245 " u 

L „ Pro Hi, «. P h « Ar, Thr Pro A 8 n L.u Trp «u Pro Thr Thr Asp 

260 265 

val O- Oly «r Ar g Thr Ar g ». Pro II. Pro Pro lie Mu 01. Aro 

275 280 

o ni n Thr Ser Trp Lys Pro Thr Gin Thr Gin His 
Pro Arg Pro Pro Ser Gin Thr Ser Trp y ^ 

290 295 

ser II. Asp Al. Ar g Pro Ar 9 cys cys Al, Thr s.r .« Mr Pro «, 

305 ■ 3±U 

*i m a t^i Pro Thr Glu Pro His Pro Arg Gly Leu Pro 
Thr Pro Asn Ala Ala Leu Pro inr ^ 335 



325 330 



